Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.015 Å; R factor = 0.060; wR factor = 0.163; data-to-parameter ratio = 17.4.
The asymmetric unit of the title compound, C 7 H 7 BrIN, contains two independent molecules, which are linked by weak N-HÁ Á ÁN hydroden-bonding interactions between the amino groups.
Related literature
For the synthetic procedure, see: Lee et al. (2005) . For bondlength data, see: Allen et al. (1987) .
Experimental
Crystal data C 7 H 7 BrIN M r = 311.94 Monoclinic, P2 1 =c a = 26.831 (5) Å b = 5.3920 (11) Å c = 12.217 (2) Å = 98.05 (3) V = 1750.1 (6) Å 3 Z = 8 Mo K radiation = 8.15 mm À1 T = 293 K 0.20 Â 0.10 Â 0.10 mm
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968) T min = 0.292, T max = 0.496 3177 measured reflections 3177 independent reflections 2057 reflections with I > 2(I) 3 standard reflections every 200 reflections intensity decay: 1% Refinement R[F 2 > 2(F 2 )] = 0.060 wR(F 2 ) = 0.163 S = 1.01 3177 reflections 183 parameters H-atom parameters constrained Á max = 0.97 e Å À3 Á min = À1.03 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Figure 1
The molecular structure of (I), with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. supplementary materials sup-3 Acta Cryst. (2012). E68, o1001
Figure 2
A packing diagram of (I). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.061 (7) −0.002 (5) 0.015 (5) 0.007 (6) C1 0.073 (8) 0.045 (7) 0.043 (7) −0.002 (6) 0.013 (6) −0.003 (6) C2 0.053 (7) 0.037 (6) 0.033 (6) 0.004 (5) 0.012 (5) −0.006 (5) C3 0.050 (7) 0.050 (7) 0.034 (6) 0.002 (6) 0.020 (5) −0.006 (5) C4 0.046 (7) 0.050 (7) 0.053 (7) 0.008 (6) 0.013 (6) −0.017 (6) C5 0.050 (6) 0.030 (6) 0.046 (6) 0.011 (5) 0.008 (5) −0.004 (5) C6 0.046 (6) 0.025 (5) 0.038 (6) −0.001 (5) 0.012 (5) −0.008 (5) C7 0.050 (7) 0.041 (6) 0.039 (6) 0.008 (5) 0.003 (5) −0.010 (5) I2 0.0509 (5) 0.0515 (5) 0.0565 (5) 0.0043 (4) 0.0028 (4) −0.0006 (4) Br2 0.0534 (7) 0.0530 (8) 0.0453 (7) −0.0088 (6) 0.0104 (5) 0.0087 (6) N2 0.052 (6) 0.063 (7) 0.061 (7) −0.006 (5) 0.002 (5) 0.024 (6) C8 0.082 (10) 0.056 (9) 0.064 (9) −0.014 (7) 0.019 (7) 0.008 (7) C9 0.064 (8) 0.032 (6) 0.039 (6) −0.001 (5) 0.020 (6) 0.002 (5) C10 0.060 (7) 0.052 (7) 0.033 (6) −0.002 (6) 0.009 (5) −0.016 (6) C11 0.046 (6) 0.051 (7) 0.028 (5) −0.002 (5) 0.016 (5) 0.003 (5) C12 0.053 (6) 0.036 (6) 0.028 (5) −0.006 (5) 0.015 (5) −0.005 (5) C13 0.050 (7) 0.046 (7) 0.025 (5) 0.000 (5) 0.012 (5) 0.007 (5) 
5-Bromo-4-iodo-2-methylaniline

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
